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OPY OF PAPERS 
QRtfllMAI I Y FILED 




<400> 1 

atgagtgatg 

cgggtgatta 

aggaatgaag 

gatggacgtt 

gtatcatttg 

tgggagatag 

ccatccccac 

tctccctctg 

ttcccttctt 

attacttctt 

actgatgatg 

gcagagaaac 

gaagccctga 

gtccaggttg 

gaaatcccca/ 

gtgggaaaa^ 

aagttactgg 

caggaagaca 

gaagctgcac 

ctagaggctg 

gaaagt/gtcc 



gtacagcttp 
cagttactaa 
gaccgctggt 
tgaagcoagg 
aagaagcaaa 
cattcatcag 
aagtgtcaga 
aaaaactact 
gt^aagcaat 
tggacaacag 
autctggacc 
t^gaaatggc 
gagagcaagt 
'ccagaagttt 
gcatcttaga 
ttagacaaga 
aatcagaaaa 
aagctgtagc 
agcggcaggc 
aggtctcaga 
aggacttgag 




C £\\J£0 

It* 1 0 1001 



tgcccgatca 
ggaaacaggt 
gtatattcat 
agatcaactt 
aagcataatt 
acaaaagtct 
agactgtgga 
tccaaagact 
tcagacaaaa 
ccctgcagat 
acaaggaaag 
tctcaattac 
ccaggccgac 
gttttgcttg 
ctcacagctt 
aagaaacgct 
gcacaggaaa 
tgaggaaacc 
acacgggatg 
actaaaggct 
aaaaagagtc 



tccagcccac 
ctaggtctga 
gaagtcattc 
gtctcaataa 
accagagcca 
tactgtggcc 
cctcaaacct 
tcatccactc 
cctgaacacg 
acatctaatg 
atttccctaa 
ctcggtatac 
tcaaagggga 
cagttggatg 
ctcccctgtg 
gctctagagg 
caattgatag 
cgagctctgc 
gaaatggatt 
cagctcgctg 
accgttcttg 



ttgacaggga 
agatcctagg 
ctggaggtga 
acaaggaatc 
agttgaggtc 
atccaggaaa 
caacatttac 
cccagactca 
ataaaacaga 
cagacattgc 
atccttctgt 
agccaacaaa 
ctgtgtcttt 
aagtaaatgt 
attctctaga 
aacggaatgt 
aagaactcca 
gaagccggat 
atgaagaggt 
attattctga 
actgccaatt 



tcctgccttt 
cggaattaac 
ctgttacaag 
tatgattggt 
agaatctccc 
tatttgctgt 
tcttctttcc 
ggactccact 
acatagtcca 
tccagcctgg 
tcgccttaag 
ggaacaacgt 
tggagatttc 
tggtgtccat 
agcagatgaa 
gcttaaggag 
gaatgtgaag 
tcatctcgca 
gatccgtctg 
ccaaaataaa 
gcgaaaatca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 



1 



gaaatggctc ggaaagcatt caaggcgtcc actgaaaggc tccttggttt catagaggj^t 1320 

attcaagaag ttcttttgga tagttctgct cctttatcaa ctttaagtga aagaagagct 1380 

gtgctcgcat ctcagacttc gcttccactg ctggcaagga acggacgcag cttccaagca 1440 

accctgcttc tggaatccaa ggagcttgtc agatctgtcc gtgccatact tgat/tggac 1500 

tgcttacctt acgggtggga ggaagcttac acagcagatg gaatcaagta cttcatcaac 1560 

cacgtgacac agaccacgtc ctggatccac cccgtgatga gcgccctgaa co'tgtcctgt 1620 

gcagaggaga gtgaagagga ctgtcccaga gagctaacag acccgaaaag atqa 1674 



<210> 2 
<211> 557 
<212> PRT 
<213> Mouse 

<400> 2 

Met Ser Asp Gly Thr Ala Ser Ala Arg Ser Ser Ser Pro Leu Asp Arg 
1 5 10 / 15 

Asp Pro Ala Phe Arg Val lie Thr Val Thr jfys Glu Thr Gly Leu Gly 
20 25 / 30 

Leu Lys lie Leu Gly Gly lie Asn Arg Asn Glu Gly Pro Leu Val Tyr 
35 40 / 45 

lie His Glu Val lie Pro Gly Gly Asp Cys Tyr Lys Asp Gly Arg Leu 
50 55 / 60 

Lys Pro Gly Asp Gin Leu Val Se/ lie Asn Lys Glu Ser Met lie Gly 
65 70 / 75 80 

Val Ser Phe Glu Glu Ala Lys /Ser lie lie Thr Arg Ala Lys Leu Arg 
85 / 90 95 

Ser Glu Ser Pro Trp Glu me Ala Phe lie Arg Gin Lys Ser Tyr Cys 
100 / 105 110 

Gly His Pro Gly Asn ILfe Cys Cys Pro Ser Pro Gin Val Ser Glu Asp 
115 / 120 125 

Cys Gly Pro Gin Thr/ser Thr Phe Thr Leu Leu Ser Ser Pro Ser Glu 
130 / 135 140 

Thr Leu Leu Pro Eys Thr Ser Ser Thr Pro Gin Thr Gin Asp Ser Thr 
145 / 150 155 160 



Phe Pro Ser C/s Lys Ala lie Gin Thr Lys Pro Glu His Asp Lys Thr 
165 170 175 



2 



Glu His Ser Pro lie Thr Ser Leu Asp Asn Ser Pro Ala Asp Thr Sen: 
180 185 190 / 



Asn Ala Asp lie Ala Pro Ala Trp Thr Asp Asp Asp Ser Gly pro Gin 
195 200 205 

Gly Lys He Ser Leu Asn Pro Ser Val Arg Leu Lys Ala Lys Leu 

210 215 220 

Glu Met Ala Leu Asn Tyr Leu Gly He Gin Pro Thr >£ys Glu Gin Arg 
225 230 235 / 240 

Glu Ala Leu Arg Glu Gin Val Gin Ala Asp Ser Ays Gly Thr Val Ser 
245 250 / 255 

Phe Gly Asp Phe Val Gin Val Ala Arg Ser /Leu Phe Cys Leu Gin Leu 
260 265 / 270 

Asp Glu Val Asn Val Gly Val His Gluytle Pro Ser He Leu Asp Ser 
275 280 / 285 



Gin Leu Leu Pro Cys Asp Ser Leu 
290 295 



Ala Asp Glu Val Gly Lys Leu 
300 



Arg Gin Glu Arg Asn Ala Ala Lfeu Glu Glu Arg Asn Val Leu Lys Glu 
305 310 / 315 320 

Lys Leu Leu Glu Ser Glu Lys His Arg Lys Gin Leu He Glu Glu Leu 
325 / 330 335 

Gin Asn Val Lys Gin Glvf Ala Lys Ala Val Ala Glu Glu Thr Arg Ala 
340 / 345 350 

Leu Arg Ser Arg He/His Leu Ala Glu Ala Ala Gin Arg Gin Ala His 
355 / 360 365 

Gly Met Glu Met /Asp Tyr Glu Glu Val He Arg Leu Leu Glu Ala Glu 
370 / 375 380 

Val Ser Glu i/eu Lys Ala Gin Leu Ala Asp Tyr Ser Asp Gin Asn Lys 
385 / 390 395 400 

Glu Ser vjLl Gin Asp Leu Arg Lys Arg Val Thr Val Leu Asp Cys Gin 
405 410 415 



Leu h/q Lys Ser Glu Met Ala Arg Lys Ala Phe Lys Ala Ser Thr Glu 
420 425 430 



3 



Arg Leu Leu Gly Phe lie Glu Ala lie Gin Glu Val Leu Leu Asp Sa 
435 440 445 / 



Ser Ala Pro Leu Ser Thr Leu Ser Glu Arg Arg Ala Val Leu I^La Ser 

450 455 460 

Gin Thr Ser Leu Pro Leu Leu Ala Arg Asn Gly Arg Ser /he Pro Ala 

465 470 475 / 480 

Thr Leu Leu Leu Glu Ser Lys Glu Leu Val Arg Ser/Val Arg Ala lie 

485 490 / 495 

Leu Asp Met Asp Cys Leu Pro Tyr Gly Trp Glu/ Glu Ala Tyr Thr Ala 

500 505 / 510 

Asp Gly He Lys Tyr Phe He Asn His Va/ Thr Gin Thr Thr Ser Trp 

515 520 / 525 

He His Pro Val Met Ser Ala Leu Asi^ Leu Ser Cys Ala Glu Glu Ser 

530 535 / 540 

Glu Glu Asp Cys Pro Arg Glu Lei/ Thr Asp Pro Lys Ser 

545 550 / 555 



<210> 3 
<211> 2075 
<212> DNA 
<213> Human 



<400> 3 
cagcgcttgc 
agttcctgga 
ttggaaaaga 
caaggctact 
cttgaaaagg 
aaggtactag 
cctggaggag 
aacaaggaat 
aagttgaggty 
cagccagaai 
gcctcaacat 
actcccaaaa 
acagtacaga 
gcttcygcct 
cgctl 
gaaaaacacc 
ggaAattttg 



agtcgggota 
ataatal 
agaatt>tcta 
ttggt'gaaag 
atccztgcctt 
gaqjgaattaa 
ae;tgttataa 
tatgattgg 
tagaatctgc 
atctgtcatg 
taagtctttt 
caaataatga 
ttccaattac 
ggactgaaaa 
cagagaaact 
aagccctgag 
tccaggttgc 



cggaggccgg 
tcagagtaat 
gactcttcat 
catgaataaa 
tcagatgatt 
ccggaatgaa 
ggatggtcgt 
tgtatcattt 
ttgggagata 
tacatcactt 
ttcttctcct 
cattttatct 
ttcagaaaac 
ttatgggcta 
ggaaatggct 
acagcaagta 
cagaaacttg 



gttgccagat 
ataggatctg 
caagatcttc 
aatacatcta 
acaattgcca 
ggcccattgg 
ttgaagccag 
gaagaagcaa 
gcattcataa 
atagaagctt 
cctgaaatac 
tcttgtgaga 
agtactgtgg 
caagaaaaga 
ctaaattatc 
caagcagact 
ttttgcttgc 



tacgggaaag 
caggaagtgt 
atttatacag 
ctgtagtatc 
aggaaacagg 
tatatattca 
gagatcaact 
aaagcataat 
gacaaaaatc 
caggagaata 
taatcccaaa 
taaaaactgg 
gtttgtctaa 
tctccctaaa 
ttggtattca 
caaaagggac 
agttggatga 



ccatttaaga 
ctcaagatag 
ctgttaaatc 
acccagtcta 
ccttggcctg 
ggaaattatt 
tgtctcagtc 
taccagagcc 
cgacaacatt 
tggacctcaa 
gacctcatcc 
atacaacaaa 
tacagatgtt 
tccctctgtt 
gcccacaaag 
agtgtctttt 
agtaaatgtt 
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1020 



4 



ggtgcacatg 
gcagatgaaa 
cttaaggaaa 
aatgtgaaac 
catcttgctg 
atccgtctgt 
caaaataaag 
cgaaaatcag 
gtagaggcta 
agaagagctg 
atcccagcaa 
gatatggatt 
ttcatcaatc 
ctatctcgct 
tgatggtttt 
caattctgag 
aaatggagac 
aaaaaatcaa 



aaatttccaa 
tggaaaggct 
aattattgga 
aagaagccaa 
aagctgctca 
tagaggccaa 
aaagtgttca 
aaatggctcg 
ttcaagaagt 
tgttagcttc 
cgctggcgct 
gtttacctta 
atgtaacaca 
cagaggagaa 
ccttaggaag 
atgaaacagt 
tctggacttt 
ttgcccaaaa 



tatattagat 
caagtgtgaa 
atcagataag 
agctgtagtt 
gagacaggca 
gattacagag 
ggatttaaaa 
aaaaactttt 
attttctgat 
tcagacttcc 
tgaatctaag 
tgggtgggag 
gactacatcc 
tgaagaggat 
tggagctaca 
ctaaaatagg 
gggtattttt 
aaaaaaaaaa 



tcacagcttc 
agagatgatg 
caaaggaaac 
gaagaaacaa 
catggaatgg 
ctaaaggctc 
aagagaatca 
gaggcatcca 
aattctactc 
ctcacaccac 
gaacttgtta 
gaagcttaca 
tggatccatc 
tgctctagag 
tggatgatg 
agtaaagc^t 
gtaaaaa 
aaaaa 



<210> 4 
<211> 1662 
<212> DNA 
<213> Human 

<400> 4 
atgaataaaa 
cagatgatta 
cggaatgaag 
gatggtcgtt 
gtatcatttg 
tgggagatag 
acatcactta 
tcttctcctc 
attttatctt 
tcagaaaaca 
tatgggctac 
gaaatggctc 
cagcaagtac 
agaaacttgt 
atattagatt 
aagtgtgaaa 
tcagataagc 
gctgtagttg 
agacaggcac 
attacagagc 
gatttaaaaa 
aaaactttt* 



atacatctac tgtagtayca 
caattgccaa ggaaaca^gc 
gcccattggt atatattcag 
tgaagccagg agatoaactt 
aagaagcaaa aagcataatt 
cattcataag acaiiaaatcc 
tagaagcttc agZagaatat 
ctgaaatact a^tcccaaag 
cttgtgagat aaaaactgga 
gtactgtggg/tttgtctaat 




ttccttgtga ttcttcagsfe 1080 
ccttgaaaga agtaaat/aca 1140 
aattgacaga agagctfccag 1200 
gagccctgcg tagtrcggatt 1260 
aaatggacta tgaagaagtg 1320 
agcttgctga t'tattctgac 1380 
tggtactcga/ctgccaatta 1440 
ctgaaaaget tcttcatttt 1500 
ctttatcaaa tttaagtgaa 1560 
tgggaaggaa tggacgtagc 1620 
aatc/gttcg tgccttactt 1680 
cagcagatgg aatcaagtac 1740 
ccgtgatgag tgtcctgaat 1800 
actccccaa ccagaaaagt 1860 
gagcagagac gcataacatc 1920 
gcactacttg ttgaagtgtg 1980 
tgatatttct gtatacattt 2040 

2075 



aagaaaagat ctccctaaat 
taaattat/t tggtattcag 
aagcaga^tc aaaagggaca 
tttgctt/gca gttggatgaa 
cacagGfttct tccttgtgat 
gagaygatgc cttgaaagaa 
aaaggaaaca attgacagaa 
aagaaacaag agccctgcgt 
'ggaatgga aatggactat 
ggctca gcttgctgat 
gagaatcat ggtactcgac 
aggcatccac tgaaaagctt 



cccagtctac 
cttggcctga 
gaaattattc 
gtctcagtca 
accagagcca 
gacaacattc 
ggacctcaag 
acctcatcca 
tacaacaaaa 
acagatgttg 
ccctctgttc 
cccacaaagg 
gtgtcttttg 
gtaaatgttg 
tcttcagaag 
gtaaatacac 
gagctccaga 
agtcggattc 
gaagaagtga 
tattctgacc 
tgccaattac 
cttcattttg 



ttgaaaagga 
aggtactagg 
ctggaggaga 
acaaggaatc 
agttgaggtt 
agccagaaaa 
cctcaacatt 
ctcccaaaac 
cagtacagat 
cttctgcctg 
gctttaaggc 
aacaacacca 
gagattttgt 
gtgcacatga 
cagatgaaat 
ttaaggaaaa 
atgtgaaaca 
atcttgctga 
tccgtctgtt 
aaaataaaga 
gaaaatcaga 
tagaggctat 



tcctgccttt 
aggaattaac 
ctgttataag 
tatgattggt 
agaatctgct 
tctgtcatgt 
aagtcttttt 
aaataatgac 
tccaattact 
gactgaaaat 
agagaaactg 
agccctgaga 
ccaggttgcc 
aatttccaat 
ggaaaggctc 
attattggaa 
agaagccaaa 
agctgctcag 
agaggccaag 
aagtgttcag 
aatggctcga 
tcaagaagta 



60 

120 

180 

240 

300 

360 
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1080 

1140 

1200 

1260 

1320 



5 



ttttctgata attctactcc tttatcaaat ttaagtgaaa gaagagctgt gttagcttpt 1380 

cagacttccc tcacaccact gggaaggaat ggacgtagca tcccagcaac gctggcgctt 1440 

gaatctaagg aacttgttaa atctgttcgt gccttacttg atatggattg tttacettat 1500 

gggtgggagg aagcttacac agcagatgga atcaagtact tcatcaatca tgta^cacag 1560 

actacatcct ggatccatcc cgtgatgagt gtcctgaatc tatctcgctc agaggagaat 1620 

gaagaggatt gctctagaga actccccaac cagaaaagtt ga / 1662 



<210> 5 
<211> 553 
<212> PRT 
<213> Human 

<400> 5 

Met Asn Lys Asn Thr Ser Thr Val Val Ser Pro fier Leu Leu Glu Lys 
1 5 10 / 15 

Asp Pro Ala Phe Gin Met lie Thr lie Ala Lys Glu Thr Gly Leu Gly 
20 25 / 30 

Leu Lys Val Leu Gly Gly lie Asn Arg A^n Glu Gly Pro Leu Val Tyr 
35 40 / 45 

lie Gin Glu lie lie Pro Gly Gly As£ Cys Tyr Lys Asp Gly Arg Leu 
50 55 / 60 

Lys Pro Gly Asp Gin Leu Val Ser/ Val Asn Lys Glu Ser Met lie Gly 
65 70 / 75 80 

Val Ser Phe Glu Glu Ala Lys £er lie lie Thr Arg Ala Lys Leu Arg 
85 / 90 95 

Leu Glu Ser Ala Trp Glu lie Ala Phe He Arg Gin Lys Ser Asp Asn 
100 / 105 110 

He Gin Pro Glu Asn Levi Ser Cys Thr Ser Leu He Glu Ala Ser Gly 
115 / 120 125 

Glu Tyr Gly Pro Gin/Ala Ser Thr Leu Ser Leu Phe Ser Ser Pro Pro 
130 / 135 140 

Glu He Leu He F^ro Lys Thr Ser Ser Thr Pro Lys Thr Asn Asn Asp 
145 / 150 155 160 

He Leu Ser S^r Cys Glu He Lys Thr Gly Tyr Asn Lys Thr Val Gin 
165 170 175 



He Pro lid Thr Ser Glu Asn Ser Thr Val Gly Leu Ser Asn Thr Asp 



6 



180 



185 



190 



Val Ala Ser Ala Trp Thr Glu Asn Tyr Gly Leu Gin Glu Lys I/e Ser 
195 200 205 

Leu Asn Pro Ser Val Arg Phe Lys Ala Glu Lys Leu Glu yfet Ala Leu 
210 215 220 

Asn Tyr Leu Gly lie Gin Pro Thr Lys Glu Gin His ^ln Ala Leu Arg 
225 230 235 / 240 

Gin Gin Val Gin Ala Asp Ser Lys Gly Thr Val ySer Phe Gly Asp Phe 
245 250 / 255 

Val Gin Val Ala Arg Asn Leu Phe Cys LeuyGln Leu Asp Glu Val Asn 
260 265 / 270 

Val Gly Ala His Glu lie Ser Asn lie Xeu Asp Ser Gin Leu Leu Pro 
275 280 / 285 

Cys Asp Ser Ser Glu Ala Asp Glu Met Glu Arg Leu Lys Cys Glu Arg 
290 295 / 300 

Asp Asp Ala Leu Lys Glu Val Asn Thr Leu Lys Glu Lys Leu Leu Glu 
305 310 / 315 320 

Ser Asp Lys Gin Arg Lys Glri Leu Thr Glu Glu Leu Gin Asn Val Lys 
325 / 330 335 

Gin Glu Ala Lys Ala Val/ Val Glu Glu Thr Arg Ala Leu Arg Ser Arg 
340 / 345 350 

He His Leu Ala Glu Ala Ala Gin Arg Gin Ala His Gly Met Glu Met 
355 / 360 365 

Asp Tyr Glu Glu V&l He Arg Leu Leu Glu Ala Lys He Thr Glu Leu 
370 / 375 380 

Lys Ala Gin Led Ala Asp Tyr Ser Asp Gin Asn Lys Glu Ser Val Gin 
385 / 390 395 400 

Asp Leu Lys fLys Arg He Met Val Leu Asp Cys Gin Leu Arg Lys Ser 
/ 405 410 415 

Glu Met PAa Arg Lys Thr Phe Glu Ala Ser Thr Glu Lys Leu Leu His 
/ 420 425 430 



Phe Va/ Glu Ala He Gin Glu Val Phe Ser Asp Asn Ser Thr Pro Leu 



7 



435 



440 



445 



Ser Asn Leu Ser Glu Arg Arg Ala Val Leu Ala Ser Gin Thr §4r Leu 

450 455 460 

Thr Pro Leu Gly Arg Asn Gly Arg Ser lie Pro Ala Thr ifeu Ala Leu 

465 470 475 / 480 

Glu Ser Lys Glu Leu Val Lys Ser Val Arg Ala Leu Leu Asp Met Asp 

485 490 / 495 

Cys Leu Pro Tyr Gly Trp Glu Glu Ala Tyr Thr Ala Asp Gly lie Lys 

500 505 / 510 



Tyr Phe He Asn His Val Thr Gin Thr Thr /Ser Trp He His Pro Val 
515 520 / 525 

Met Ser Val Leu Asn Leu Ser Arg Ser felu Glu Asn Glu Glu Asp Cys 
530 535 / 540 

Ser Arg Glu Leu Pro Asn Gin Lys §4r 
545 550 



<210> 6 
<211> 2580 
<212> DNA 
<213> Mouse 



<400> 6 

cgcccgggca 

aagagggaaa 

accctcgggg 

acatagctgc 

ccgatcatcc 

aacaggtcta 

tattcatgaa 

tcaacttgtc 

cataattacc 

aaagtcttac 

ctgtggacct 

aaagacttca 

gacaaaacct 

tgcagataca 

aggaaagatl 

caattaccty 

ggccgactea 

ttgcttgcag 



ggtccagatt 
ccagtgaaat 
gagtcgcct 
taaatcca 
agcccacbtg 
ggtctgaaga 
gtcattcctg 
tcaataaaca 
agagccaagt 
tgtggccatc 
caaacctcaa 
tacactcccc 
aacacgata 
ctaatgcag 
tccctaaatc 
ggtatacagc 
aaggggactg 
ttggatgaag 




>cacaagtta 
/ggagtagtat 
aggataaaaa 
gaaactgtgt 
acagggatcc 
tcctaggcgg 
gaggtgactg 
aggaatctat 
tgaggtcaga 
caggaaatat 
catttactct 
agactcagga 
aaacagaaca 
acattgctcc 
cttctgttcg 
caacaaagga 
tgtcttttgg 
taaatgttgg 



gcagtggcgc 
gcactagagc 
gaatatttag 
cgaaagcatg 
tgcctttcgg 
aattaacagg 
ttacaaggat 
gattggtgta 
atctccctgg 
ttgctgtcca 
tctttcctct 
ctccactttc 
tagtccaatt 
agcctggact 
ccttaaggca 
acaacgtgaa 
agatttcgtc 
tgtccatgaa 



tacggaggcc 
catacagaat 
actctccaag 
agtgatggta 
gtgattacag 
aatgaaggac 
ggacgtttga 
tcatttgaag 
gagatagcat 
tccccacaag 
ccctctgaaa 
ccttcttgta 
acttctttgg 
gatgatgatt 
gagaaactgg 
gccctgagag 
caggttgcca 
atccccagca 



gggtggcccg 
ctgcaggaag 
ttcttccttt 
cagcttctgc 
ttactaagga 
cgctggtgta 
agccaggaga 
aagcaaaaag 
tcatcagaca 
tgtcagaaga 
cactacttcc 
aagcaattca 
acaacagccc 
ctggaccaca 
aaatggctct 
agcaagtcca 
gaagtttgtt 
tcttagactc 



60 

120 

180 

240 

300 

360 
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1020 

1080 



8 



/ 



acagcttctc 
aaacgctgct 
caggaaacaa 
ggaaacccga 
cgggatggaa 
aaaggctcag 
aagagtcacc 
ggcgtccact 
ttctgctcct 
tccactgctg 
gcttgtcaga 
agcttacaca 
gatccacccc 
tcccagagag 
gtcctctggc 
aggaatccag 
atgttaaaga 
gaagtcattt 
tcagtatgtt 
ttgaaaagtt 
ttaggaaaaa 
tgactacaac 
atttataaag 
gaggtagagg 
ggacagccag 



ccctgtgatt 
ctagaggaac 
ttgatagaag 
gctctgcgaa 
atggattatg 
ctcgctgatt 
gttcttgact 
gaaaggctcc 
ttatcaactt 
gcaaggaacg 
tctgtccgtg 
gcagatggaa 
gtgatgagcg 
ctaacagacc 
ttctcagtcc 
cacgtgcacc 
tcagttgcca 
atagtcagat 
agctcattgt 
atacgaacat 
tgttctgaga 
ttgtaccaaa 
tgctttcaag 
caggcggatt 
ggctacacag 



ctctagaagc 

ggaatgtgct 

aactccagaa 

gccggattca 

aagaggtgat 

attctgacca 

gccaattgcg 

ttggtttcat 

taagtgaaag 

gacgcagctt 

ccatacttga 

tcaagtactt 

ccctgaacct 

cgaaaagctg 

atgtccacaa 

aggcagggtg 

ctacagtagt 

tttacatgca 

ttggtatgag 

agcaaactcc 

aagcgagggg 

taggacacca 

ccgggcagtg 

tctgagttcg 

agaaaccctg 



agatgaagtg 
taaggagaag 
tgtgaagcag 
tctcgcagaa 
ccgtctgcta 
aaataaagaa 
aaaatcagaa 
agaggctatt 
aagagctgtg 
cccagcaacc 
tatggactgc 
catcaaccac 
gtcctgtgca 
atgggtttcc 
ccagacacaa 
tcaagtcgci 
ttttttgg; 
taaacctc; 
atacaatogt 
ttttta/aac 
aggctgcctc 
cctaacttat 
gtg^tgcacg 
agcjccagcct 
tatcgaaaaa 



ggaaaactta 
ttactggaat 
gaagccaaag 
gctgcacagc 
gaggctga 
agtgtcca 
atggctc 
caagaagttc 
ctcgcaftctc 
ctgctftctgg 
ttaafcttacg 
gtgacacaga 
ggagagtg 
gggaaatg 
'gccaccacac 
agtgtggtat 
ataatctagt 
tataattaga 
ttgtatatca 
tctccctccc 
acagctgtcc 
attattagga 
cctttaatcc 
ggcctacaaa 
aaaaaaaaaa 



gacaagaaag 1140 
ca^aaaagca 1200 
rtgtagctga 1260 
'ggcaggcaca 1320 
tctcagaact 1380 
acttgagaaa 1440 
aagcattcaa 1500 
ttttggatag 1560 
agacttcgct 1620 
aatccaagga 1680 
ggtgggagga 1740 
ccacgtcctg 1800 
aagaggactg 1860 
gagcagcaga 1920 
cccgagacac 1980 
tttcgtgtac 2040 
tgcatttatt 2100 
tctttataac 2160 
acacttcata 2220 
aacccacagc 2280 
cactagctgc 2340 
gacatctatc 2400 
cagcacttgg 24 60 
gtgagttcca 2520 
aaaactcgag 2580 
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